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s26M: Prof. YOllng K Tl‘uong (Univ of North Carolina at Chapel H111)

;&8 : Computational Tools for Medical Data Science. ..
The field of Biostatisitcs has been the core for data analysis in every medlcalm
research. Its scope has covered small datasets based solely on phenotypic §
information to large genomic and neural 1mag1ng data. A major tool has been - e 1
responsible for this development is R which is built upon statistical principles and |

methodology. Its success has generated a great interest for integrating other . - -
programming languages such as MATLAB, Python and recently Julia. In this talk, I w
will give a survey on how a data scientist analyze data from a medical perspective.  pr——————— -
This talk will present how to set up your personal computing environment for use ———

with these languages, invoke notebook to keep track of the workflow for reporting ?
. — e

results, illustrate effectively your statistical data analyses, advance your research
through software and methodology development. Examples will be taken from my
own research areas such as metabolomics and human brain research. In particular, =e——————-—
machine learning tools (decision trees, random forests, support vector machine) will ¢

be demonstrated thru R, Python and Juha using neural 1Imaging data.
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